. M10:O1 proteolysis. (a) SDS-PAGE analysis of the M10 1-99 :O1 7-109 complex highlighted that O1 has a tendency to natural proteolysis resulting in a marginally smaller domain. Molecular weight for two protein markers are given on the left-hand; (b) SDS-PAGE analysis of O1 7-109 treated with a panel of four proteases confirms that this domain is cleaved into a stable fragment of smaller size. sets (1,2,3 and 4,5,6) , each set composed of three differently oriented 'motifs', are present in the a.u. and related by translational NCS (TNCS); (c) Packing of TNCS related motifs 1 and 4 resulting in continuous helices along the 32 crystallographic axis; (d and e) as (c) for 2 and 5, and 3 and 6 motifs, respectively. Symmetry related molecules within a 100 Å radius are shown in grey. The unit cell is also shown. Overall, each M10:O1 complex contacts another one with its 'openside'. 
